
International Journal of

HUMAN GENETICS
ISSN 0972-3757

Population Screening of K-ras Gene and Genetic Counselling for
Patients Affected with Ampulla of Vater in Tamil Nadu

L. Anand1, 2,*, V. Padmavathi3, B. Venkatesh3, K.S. Santhy4, M. Sangeetha5,
K. Sasikala6 and V. Balachandar3, 6 *

1Department of Surgical Gastroenterology, Government Mohan Kumaramangalam Medical
College Hospital, Salem, Tamil Nadu, India

2Stanley Medical College Hospital, Chennai, Tamil Nadu, India
3Human Molecular Genetics and Stem Cell Laboratory, Department of Human Genetics and

Molecular Biology, Bharathiar University, Coimbatore 641 046, Tamil Nadu, India
4Department of Zoology, Avinashilingam Institute for Home Science and Higher

Education for Women, Coimbatore 641 043, Tamil Nadu, India
5Vellalar College for Women, Thindal, Erode 638 012, Tamil Nadu, India

6Department of Zoology, Bharathiar University, Coimbatore 641 046, Tamil Nadu, India

KEYWORDS Chromosome Alterations. Codon 12, GTG Banding. Polymorphism. Poorly Differentiated

ABSTRACT Carcinoma of the ampulla of Vater is a relatively infrequent neoplasm, approximately six percent of
periampullary tumours. The aim of the study is to identify the chromosomal alterations and the K-ras mutations
in the familial and sporadic carcinomas of the ampulla of Vater. A totally of 21 samples were selected which
included 18 familial and 3 sporadic cases which were categorized based on their age group (group I < 50 years; group
II>50 years). Techniques such as the GTG-banding and PCR-RFLP were used to identify the genetic alterations.
The result revealed a high frequency of chromosomes 1p- and 12p+ involved in the poorly differentiated (PD)
tumor grade and an increased prevalence of the K-ras mutations at the codon 12 associated with > 2cm tumor size
in the familial carcinomas of the ampulla of Vater. The researchers concluded that the chromosomes 1p- and 12p+
region may play a vital role for the development of a high grade tumor and the K-ras gene mutation is an early
molecular event leading to an abnormal proliferation of the cells.
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